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Abstract

The objectives of this study were to investigate the quality of the drinking water vending machine and to
determine the bacterial contamination of drinking water. Samples of water and the swabbing on their
dispenser were collected from 15 drinking water vending machines within a radius of 500 meters around

Burapha University were collected. The quality of drinking water was examined by physical and
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microbiological parameters. The results revealed that, 2 out of 15 samples of drinking water (13.33 %) were
found to be contaminated with 6 isolates of bacteria. There were 15 isolates of bacteria found from the
swab test on the water dispensers. Analysis of bacteria using MPN method showed that 11 samples were
contaminated with coliform bacteria (>3-460 MPN/100 ml) and 11 samples were contaminated with fecal
coliform bacteria (>3-240 MPN/100 ml). Four samples were not found contaminated with coliform bacteria
and fecal coliform bacteria (<3 MPN/100 ml). The identification of bacterial using their morphological
characteristics and molecular genetic studies based on 16S rRNA sequences and the construct of
phylogenetic relationships also showed that each isolates are genetically distinct. After the analysis of
relatedness, the neighbor joining tree showed that a total of twenty-one of bacteria were isolated can be
divided into four clades: clade 1 consisted of 8 isolates of Bacillus cereus, 4 isolates of B. subtilis; clade 2
contained 4 isolates of Acinetobacter sp. 1 isolate of A. baumannii; clade 3 contained 2 isolates of
Pseudomonas aeruginosa and clade 4 contained 2 isolates of Klebsiella sp, respectively

Keywords: Identification, water vending machine, nucleotide sequencing
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53 - - - 6.91 23 23
F1 - - - 7.02 a3 43
F2 - + - 6.97 <3 <3
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